Moritella marina MP-1 is a bacterial species known for its production of docosahexaenoic acid. We present the draft genome sequence of the type strain Moritella marina MP-1 (ATCC 15381), having 4,636,778 bp with a G؉C content of 40.5% and consisting of 83 contigs.
has 482 subsystems (related functional roles) predicted by the RAST server for the construction of metabolic networks.
The availability of the genome sequence of Moritella marina MP-1 will allow deeper comparative genomic studies and track the potential pathway involved in long-chain polyunsaturated fatty acids by the polyketide pathway.
Nucleotide sequence accession number. The whole-genome draft sequence of Moritella marina MP-1 has been deposited in GenBank under the accession number ALOE00000000.
